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morphological diversity, remains unknown. Species in Aquilegia share the means that samples can be ima- If:’(':f; @ O | polagg®li@y = B o wid? For all gene famlies, the Arabidopsis

same type of female gametophyte as Arabidopsis thaliana (2) and, as part of the early ged within 48 hours of collection.  [REGEEFC IR LSS SRR e 010 i i and Aquilegia copies expressed during ,

verqi - - - - | | -\ \ e ;- | ovule/carpel development were not g
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this question in an evolutionarily meaningful context. contral ey ¥ A Ay necessarily closely related.This means .
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In order to obtain a complete ontogeny of female gametophyte ("2- nucleate" through "Mature") are . . . L
sufficient to assign functional similiarty.

development in Aquilegia origami and to infer the dynamics of local composite images of several optical | e o \/Synerg 5 However, relationships of Arabidopsis TAA
auxin regulation during carpel and ovule development in Aquilegia, 1) | sections. ’8-nl cI eat e‘,. aﬁ;fr\ Lr:ﬁ;?:tltg; SN §.t Mature sequencc;s agreed with published gene
adapted whole mount confocal microscopy methods to study ovule and ' ‘ trees for PIN (8), YUCCA (9), and IPT (5)
female gametophyte development in Aquilegia origami and, 2) | identified at high confidence nodes (*).

from within the genome of Aquilegia coerulea (www.phytozome.net) Auxin RQQU'CIHO“ Genes In Aqu,‘leg,‘a Ca rpels
putative members of gene families known from Arabidopsis thaliana to

be involved in auxin biosynthesis, transport, and antagonism. | Transcript blactx Transcript
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